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	Parameter
	Perlakuan

	
	A
	B
	C
	D
	E

	Retensi Protein
	12.37±0.58a
	11.69±1.05a
	14.83±0.22b
	12.17±0.38a
	11.72±1.13a
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Tests of Normality

Kolmogorov-Smimov® Shapiro-Wilk
Retensi Protein A (100% T.lkan) 355 820 3 163
passtian st |, wn| o] e
E (100% T. Maggot) 181 999 3 941
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Retensi Protein

Descriptives

G5% Confidence Interval for

Mean
N Mean | Std. Deiation | Std. Error [ Cower Bound | Upper Bound_| Minimum_| Maximum
A (100% Tlkan) 3 | 123733 58526 | 33790 109185 138272 11.70 1278
B (75% Tlkan: 26% T. N
Maggoh 3 | 11.6000 1.08447 | 60880 9.0708 14.3004 1084 1287
C (50% T.lkan : 50%T. 99502 5 5
Maggoh 3 | 148367 22502 | 12091 142777 15.3088 1458 15.00
D (26%T. Ikan : 75%T. N N 5 . N
Maggoh 3 | 124767 38070 | 21980 11.2310 131221 1.8 1287
E (100% T. Maggot) 3 | 117200 143083 | 88271 89116 145284 1057 1283
Total 15 | 125503 137162 | 38418 11.7998 133189 1057 15.00
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Test of Homogeneity of Variances.
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ANOVA

Sumof
Squares df | Mean Square F sig

Between Groups, 20482 0 5121 | 6744 003

Within Groups 5856 10 586

Total 26.339 14
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Weans for groups in homogeneous subsets are displaysd
a Uses Harmonic lMean Sample Size = 3.000.





