SUPPLEMENTARY FILE
[bookmark: _Ref146146565][bookmark: _Ref146146838][bookmark: _Toc146156915][bookmark: _Ref146157901]Attachment 1. Spore formation test of the isolated lactic acid bacteria
	[image: ]
1
	[image: ]
2
	[image: ]
3

	[image: ]
4
	[image: A close-up of a red and blue cell

Description automatically generated]
5
	[image: ]
6

	[image: ]
7
	[image: Red cells under a microscope

Description automatically generated]
8
	[image: ]
9

	[image: ]
10
	[image: ]
11
	[image: ]
12

	[image: ]
13
	[image: ]
14
	




[bookmark: _Ref146147037][bookmark: _Toc146156916][bookmark: _Ref146158009][bookmark: _Ref146157905]Attachment 2. Motility test of the isolated lactic acid bacteria
	[image: A clear liquid in a tube

Description automatically generated]
1
	[image: A close up of a tube

Description automatically generated]
2
	[image: ]
3

	[image: A clear liquid in a tube

Description automatically generated]
4
	[image: ]
5
	[image: ]
6

	[image: ]
7
	[image: ]
8
	[image: ]
9

	[image: A clear liquid in a tube

Description automatically generated]
10
	[image: A clear liquid in a tube

Description automatically generated]
11
	[image: A clear tube with liquid in it

Description automatically generated]
12

	[image: A clear liquid in a tube

Description automatically generated]
13
	[image: ]
14
	





[bookmark: _Ref146147151][bookmark: _Toc146156917][bookmark: _Ref146158013][bookmark: _Ref146158022][bookmark: _Ref146157910]Attachment 3. SPSS Results of the temperature tolerance test
[image: A screenshot of a test results

Description automatically generated]
4°C
[image: A screenshot of a test

Description automatically generated]
15°C
[image: A screenshot of a test results

Description automatically generated]
45°C


[bookmark: _Ref146147637][bookmark: _Toc146156918][bookmark: _Ref146158026][bookmark: _Ref146158038][bookmark: _Ref146157937]Attachment 4. Identification of lactic acid bacteria Isolates by 16S rRNA: BLAST results
[image: A screenshot of a computer

Description automatically generated]
Isolate 4
[image: A screenshot of a computer

Description automatically generated]
Isolate 8



[bookmark: _Ref146148642][bookmark: _Toc146156919][bookmark: _Ref146158046][bookmark: _Ref146157945]Attachment 5. TPC of Growth of isolates 4 and 8, and Lactobacillus plantarum in 2% SMB (Okara) medium

	Isolate
	10×-6
	10×-7
	10×-8

	4
	[image: A petri dish with a yellow liquid

Description automatically generated]
	[image: A petri dish with bacteria

Description automatically generated]
	[image: A petri dish with a white substance

Description automatically generated]

	8
	[image: A petri dish with white substance

Description automatically generated]
	[image: A close-up of a petri dish

Description automatically generated]
	[image: A petri dish with white specks

Description automatically generated]

	LP
	[image: A petri dish with white dots

Description automatically generated]
	[image: A close-up of a petri dish

Description automatically generated]
	[image: A close-up of a petri dish

Description automatically generated]





[bookmark: _Ref146148783][bookmark: _Toc146156920][bookmark: _Ref146158055][bookmark: _Ref146157950]Attachment 6. TPC of Growth of isolates 4 and 8, and Lactobacillus plantarum in 3% SMB (Okara) medium

	Isolate
	10×-6
	10×-7
	10×-8

	4
	[image: A petri dish with yellow liquid

Description automatically generated]
	[image: A close-up of a petri dish

Description automatically generated]
	[image: A petri dish with a petri dish

Description automatically generated]

	8
	[image: A petri dish with white dots

Description automatically generated]
	[image: A petri dish with white spots

Description automatically generated]
	[image: A petri dish with a white substance

Description automatically generated]

	LP
	[image: A close-up of a petri dish

Description automatically generated]
	[image: A close-up of a petri dish

Description automatically generated]
	[image: A petri dish with a small hole

Description automatically generated]





[bookmark: _Ref146148794][bookmark: _Toc146156921][bookmark: _Ref146158059][bookmark: _Ref146157954]Attachment 7. TPC of Growth of isolates 4 and 8, and Lactobacillus plantarum in MRS broth medium

	[bookmark: _Hlk145418060]Isolate
	10×-6
	10×-7
	10×-8

	4
	[image: A petri dish with bacteria

Description automatically generated]
	[image: A petri dish with bacteria

Description automatically generated]
	[image: A petri dish with white spots

Description automatically generated]

	8
	[image: A close-up of a petri dish

Description automatically generated]
	[image: A petri dish with white bacteria

Description automatically generated]
	[image: ]

	LP
	[image: ]
	[image: ]
	[image: ]





[bookmark: _Ref146148720][bookmark: _Toc146156922][bookmark: _Ref146158064][bookmark: _Ref146157960]Attachment 8. TPC of fermented soymilk with a duration of 6 hours at 37°C

	Isolate
	10×-6
	10×-7
	10×-8

	Control 
(without inoculation)
	[image: ]
	[image: ]
	[image: ]

	8
	[image: ]
	[image: ]
	[image: ]

	LP
	[image: ]
	[image: ]
	[image: ]




[bookmark: _Ref146149102][bookmark: _Toc146156923][bookmark: _Ref146158068][bookmark: _Ref146158075][bookmark: _Ref146157964]Attachment 9. Calculation of the total titratable acidity, lactic acid levels, and lactic acid percentage

	Isolate
	Control
	8
	LP

	Beginning NaOH (mL)
	13
	20
	24

	Ending NaOH (mL)
	12,5
	17
	22,5

	Total NaOH (mL)
	0,5
	3
	1,5

	Titratable Acidity (mL)
	0,450
	2,702
	1,351

	Lactic Acid Levels (mg/mL)
	0,00045
	0,0027
	0,00135

	Lactic Acid (mL)
	0,045
	0,270
	0,135
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Paired Samples Test

Paired Differences
85% Confidence Interval of the

Std. Error Difference
Mean Std. Deviation Mean Lower Upper t df Sig. (2-tailed)
Pair1 20-248 -21.00000 13.58921 6.79461 -42.62347 62347 -3.091 3 .054
Pair2 40-448 -.50000 4.65475 2.32737 -7.90674 6.90674 -215 3 844
Pair3 50-558 -8.75000 10.01249 5.00625 -24.68211 7.18211 -1.748 3 179
Pair4 80-848 -1.50000 2.08167 1.04083 -4.81240 1.81240 -1.441 3 245
Pair5 90-948 -18.00000 19.88299 9.94150 -49.63828 13.63828 -1.811 3 168
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Paired Samples Test

Paired Differences
95% Confidence Interval of the

Std. Error Difference
Mean Std. Deviation Mean Lower Upper t df Sig. (2-tailed)
Pair1 20-248 -15.00000 5.29150 2.64575 -23.41996 -6.58004 -5.669 3 .01
Pair2 40-448 -5.75000 5.56028 2.78014 -14.50764 3.09764 -2.068 3 130
Pair3 50-558 -25.50000 2.64575 1.32288 -29.70998 -21.29002 -19.276 3 <,001
Pair4 80-848 -22.00000 13.97617 6.98809 -44.23921 .23921 -3.148 3 051
Pair5 90-948 -16.00000 6.16441 3.08221 -25.80896 -6.19104 -5.191 3 014
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Paired Samples Test

Paired Differences

95% Confidence Interval of the

Std. Error Difference
Mean Std. Deviation Mean Lower Upper t df Sig. (2-tailed)
Pair1 20-248 -234.00000 79.84151 39.92075 -361.04566 -106.95434 -5.862 3 .010
Pair2 40-448 -220.00000 218.43840 109.21920 -567.58423 127.58423 -2.014 3 137
Pair3 50-548 -103.25000 10.30776 5.15388 -119.65195 -86.84805  -20.033 3 <,001
Pair4 B80-848 -136.50000 26.48899 13.24450 -178.64990 -94.35010  -10.306 3 .002
Pair5 90-948 -48.00000 6.48074 3.24037 -58.31230 -37.68770  -14.813 3 <,001
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Weissella confusa strain NWAFU 8001 16 ribosomal RNA gene, partal sequence Weissella confusa 2512 2512 100% 00 99.71% 1485 OR240772.1
Weissela confusa sirain NWAFU 8005 16 ribosomal RNA gene, partal sequence Weissella confusa 2508 2508 100% 00 99.64% 1483 OR240779.1
Weissella confusa sirain 3273 168 ribosomal RNA gene. partal sequence. Weissellaconfusa 2607 2507 100% 0.0 99.64% 1417 MT613585.1
Weissella confusa sirain 3232 16S ribosomal RNA gene, partal sequence Weissella confusa 2507 2507 100% 00 99.64% 1482 MT613567.1
Weissella confusa strain 3172 168 ribosomal RNA gene, partial sequence Weissella confusa 2507 2507 100% 00 9964% 1479 MT613537.1
Weissella confusa sirain 3150 168 ribosomal RNA gene, parial sequence Weissella confusa 2507 2507 100% 00 99.64% 1473  MT613523
Weissela confusa strain 3129 168 ribosomal RNA gene, parial sequence Weissella confusa 2507 2507 100% 00 99.64% 1476 MT613506.1

Weissella confusa strain 3101 168 ribosomal RNA gene, partial sequence ellaconfusa 2507 2507 100% 00 99.64% 1461 MT613480.1
Weissella confusa strain 2996 16S ribosomal RNA gene, partial sequence Weissella confusa 2507 2507 100% 00 9964% 1476 MT611928.1
! gene. partial sequence Weissella confusa 2507 2507 100% 00 99.64% 1485 MT611927.1
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Weissella confusa strain 3273 168 ribosomal RNA gene. partial sequence Weissella confusa 2505 2505 100% 00 100.00% 1417 MT613585.1
Werssella confusa srain 3232 165 bosomal RNA gene, parial sequence Weissela confusa 2605 2505 100% 00 10000% 1482 MT613507.1
Weissella confusa strain 3172 16S ribosomal RNA gene, partial sequence Weissella confusa 2505 2505 100% 0.0 100.00% 1479 MT613537.1
Weissella confusa srain 3150 165 bosomal RNA gene, parial sequence Weisselaconfusa 2505 2505 100% 00 10000% 1473  MT613523.1
Weissella confusa sran 3128 165 rbosomal RNA gene. paral sequence Weissela confusa 2505 2505 100% 00 10000% 1476  MT613506.1
Weissella confusa strain 3101 168 ribosomal RNA gene, partial sequence Weissella confusa 2505 2505 100% 00 100.00% 1481 MT613489.1
Weissella confusa srain 2996 165 bosomal RNA gene. parll seduence Weissola confusa 205 2505 100% 00 10000% 1476  MT611928.1

Weissella confusa strain 2095 16S ribosomal RNA gene. partial sequence Weissella confusa 2505 2505 100% 0.0 100.00% 1485 MT611927.1
Weissella confusa strain 2094 168 ribosomal RNA gene, partial sequence Weissella confusa 2505 2505 100% 0.0 100.00% 1484 MT611926.1
Weissela confusa siain 2992 165 ribosomal RNA gene, partial sequence Weissellaconfusa 2605 2505 100% 0.0 100.00% 1475  MT611924.1

gene, partial sequence Weissella confusa 2505 2505 100% 0.0 100.00% 1479  MT611922.1
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