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Supplementary data 1. Molecular identification of endophytic fungus 
 

ITS4 
 
AAATTGGNTTCTACCTGATCCGAGGTCAACCACTAGAAAATTAGGGGCTTTACGGCCAGACGCCGGC
GCTGAAGCTCCTGAAGCGAGAAAGAATTACTACGCTTGGGGCCAACGCGACTCCGCCAATAGCTTCG
AGGAGCTGCCCCCGGAGGGGGGGGCAGGCTCCCAATGCCAAGCAAACTGGTGCTTGAGGGTTGAAAT
GACGCTCGAACAGGCATGCCCACTAGAATACTAATGGGCGCAATGTGCGTTCAAAGATTCGATGATT
CACTGAATTCTGCAATTCACATTACTTATCGCATTTCGCTGCGTTCTTCATCGATGCCAGAACCAAG
AGATCCGTTGTTGAAAGTTTTAACTTATTAAGTATAAACACTCAGATAGTCCACTAAAAAAAAACA
AGAGTTTTACTGTCCACCGGCGGGGTCGGCCAGCAGCGGGGCTGCGGGGCAGCTCCGCTCCCGGGTA
GCTACAGGGTAGGTACCGGGTAGGCTCTCCCGCCGAGGCAACAAAGGTAAGTTCACATGGGTTGGGA
GTTAAGGATAACTCTGTAATGATCCCTCCGCTGGTTCACCAACGGAGACCTTGTTACGACTTTTACT
CCAAA 
 
ITS5 
 
CTTTGGNACGCGGAGGGATCATTACAGAGTTATCCTTAACTCCCAACCCATGTGAACTTACCTTTGT
TGCCTCGGCGGGAGAGCCTACCCGGTACCTACCCTGTAGCTACCCGGGAGCGGAGCTGCCCCGCAGCC
CCGCTGCTGGCCGACCCCGCCGGTGGACAGTAAAACTCTTGTTTTTTTTTAGTGGACTATCTGAGTG
TTTATACTTAATAAGTTAAAACTTTCAACAACGCATCTCTTGGTTCTGGCATCGATGAAGAACGCAG
CGAAATGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAATCTTTGAACGCACATTGC
GCCCATTAGTATTCTAGTGGGCATGCCTGTTCGAGCGTCATTTCAACCCTCAAGCACCAGTTTGCTT
GGCATTGGGAGCCTGCCCCCCCCTCCGGGGGCAGCCCTCGAAGCTATTGGCGGAGTCGCGTTGGCCCC
AAGCGTAGTAATTCTTTCTCGCTTCAGGAGCTTCAGCGCCGGCGTCTGGCCGTAAAGCCCCTAATTT
TCTAGTGGTTGACCTCGGATCAGGTAGGAATACCCGCTGAACTTAAGCATATCAATAAGCCGGAGGA
A 
 
Contig 
 
GATATGCTTAAGTTCAGCGGGTATTCCTACCTGATCCGAGGTCAACCACTAGAAAATTAGGGGCTTT
ACGGCCAGACGCCGGCGCTGAAGCTCCTGAAGCGAGAAAGAATTACTACGCTTGGGGCCAACGCGAC
TCCGCCAATAGCTTCGAGGAGCTGCCCCCGGAGGGGGGGGCAGGCTCCCAATGCCAAGCAAACTGGT
GCTTGAGGGTTGAAATGACGCTCGAACAGGCATGCCCACTAGAATACTAATGGGCGCAATGTGCGTT
CAAAGATTCGATGATTCACTGAATTCTGCAATTCACATTACTTATCGCATTTCGCTGCGTTCTTCAT
CGATGCCAGAACCAAGAGATCCGTTGTTGAAAGTTTTAACTTATTAAGTATAAACACTCAGATAGT
CCACTAAAAAAAAACAAGAGTTTTACTGTCCACCGGCGGGGTCGGCCAGCAGCGGGGCTGCGGGGCA
GCTCCGCTCCCGGGTAGCTACAGGGTAGGTACCGGGTAGGCTCTCCCGCCGAGGCAACAAAGGTAAG
TTCACATGGGTTGGGAGTTAAGGATAACTCTGTAATGATCCCTCCGCTGGTTCACCAACGGAGACCT
T 
 
Eutypa linearis strain MFLUCC 11-0503 
 
The sequence of ITS rDNA isolate and the BLAST result of the most similar taxon coded for 
Eutypa linearis strain MFLUCC 11-0503, a spesies used as the reference. Accesion no KU940150. 
[ Homology: 98.84%; Max score: 1077; Total score: 1077; Query coverage: 100%; E-value: 0.0; 
Max identities: 599/606 (99%); Gaps: 4/606 (0%)] 



 


